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Table 1. Determination of cut-point.
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indicating the analytical sensitivity of this assay was 48.8 ng/mL. No hook effect was observed.

Table 3. Intra-assay precision Table 4. Inter-assay precision.
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_ The intra-assay precision was calculated to be 4.4-7.6 % by 6 runs . Meanwhile, the inter-assay precision was calculated to be
Figure 2. Effect of signal amplification. Antibody bridging assay 4.9-7.8 % by 3 runs .
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