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In these cases, it is important to understand and consider the pitfalls of these equations when
evaluating the potential for clinical enzyme induction from in vitro data sets with further
prediction modeling.

Results

Rifampin Concentrations
0.01 -5 uM 0.01 - 0.5 uM

Sigmoid, 3-parameter

0.01-10 pM 0.01-0.1 uM

To compare the Sigmoid 3-parameter and Hill 3-parameter equations, CYP3A4 dose-response (6 points) (> points) (4 points) (3 points)
. . Emax (fold) 70.7 72.6 48.6 26.0
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